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AooHcation-No.: C8j2£T_777 
NQj ICE .TO.CQAlP.tYWJTH REQUIREMENTS FOR PATENT APPUCATiONSdONTAINiNG 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

The nucleotide and/or amino acid sequence disclosure contained in this- application does nc; 
comply with the requirements for such a disclosure as set forth in 37 C.F.R*. 1.321 - 1.325 'for 
the following reason(s): 

|~| 1. This application dearly fails to comply with the requirements cf 37 C.F.R. 1.821-1.825. ApcScar.c's 
U attention is directed to these regulations, published at 1114 OG 29, Way 15, 1S90 and at 55 FR 
13230, May 1, 1990. 

C"j 2. This application does not contain, as a separate part cf the tfsdcsure cn paper cccy. a 'Sequence 
J Listing' as required by 37 C.F.R. 1.821(c). 

3. A copy of the 'Sequence Usting" in computer readable form has net been submitted as recur*d by 
37 C.F.R. 1.521(e). 

n 4. A copy of the 'Sequence Using' in computer readable form has been submitted, however, the 
L content of the computer readable form does nq^mply with ir,e requirements of 37 C.F.R. 1.522 
and/cr 1.823. as indicated on the attached* copy of the marked -up \Raw Sequence Using." 

5. The computer readable fcrm that has been filed with this application has been found to be camacec 
U and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1.525(d). 

|j 5. The paper copy of the "Sequence Using' is not the same as the computer readable from cf tha 



u 



Sequence Using" as cz^Jred by 37 C.F.R. 1.521(e). 
] 7. Other 



Applicant Must Provide: 

Jj An ;nt*2[ cr substitute computer readable form (CRF) copy cf the "Sequence Using*. 



El An iniial or substitute paper copy of the "Sequence Using", as we!! as an amendment directing its 
J/ entry into the specification. 

U] A statement that the content cf the paper and computer readable copies are the same and. where 
L- applicable, include no new matter, as required by 37 C.F.R. 1.321(e) or 1.521(0 or 1 321(g) cr 
1.825(b) or 1.325(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, cail (703) 30S-4216 
For CRF Submission Help, call (703) 303-4212 
For Patentln software help, call (703) 308-6855 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR RESPONSE 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/027, 777B 



DATE: 06/07/1999 
TIME: 12:17:23 



INPUT SET: S32130.raw 



This Raw Listing contains the General 
Information Section and up to the first 5 pages. 
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SEQUENCE LISTING 



(1) 



General Information: 



ENTERED 



(i) APPLICANT : IMMER, Hansueli 

FORSSMANN, Wolf-Georg 
ADERMANN, Knut 
KLESSEN, Christian 

(ii) TITLE OF INVENTION: PROCESS AND INTERMEDIATE PRODUCTS FOR 
PREPARING CARDIODILATIN FRAGMENTS AND HIGHLY PURIFIED CARDIODILATIN 
FRAGMENTS 

(iii) NUMBER OF SEQUENCES: 11 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Nikaido, Marmelstein, Murray & Oram 

(B) STREET: 655 Fifteenth Street, N.W. , Suite 330 

(C) CITY: Washington 

(D) STATE: D.C. 

(E) COUNTRY: USA 

(F) ZIP: 20005-4810 

(V) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 09/027,777 

(B) FILING DATE: 23-FEB-1998 

(C) CLASSIFICATION: 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: DE 44 20 381.0 

(B) FILING DATE: 02-JUN-1994 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: DE 195 13 784.1 

(B) FILING DATE: 10-APR-1995 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Kitts, Monica C. 

(B) REGISTRATION NUMBER: 36,105 

(C) REFERENCE/DOCKET NUMBER: P1614-8019 
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RAW SEQUENCE LISTING DATE: 06/07/ 1 999 

PATENT APPLICATION US f 09/027, 777B TIME: 12:17:24 



INPUT SET: S32130.raw 



(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (202) 638-5000 

(B) TELEFAX: (202) 368-4810 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Cys Phe Gly Gly Arg Met Asp Arg lie Gly Ala Gin Ser Gly Leu Gly 
15 10 15 

Cys 



(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Leu Arg Ala Leu Leu Thr Ala Pro Arg Ser Leu Arg Arg Ser Ser 
15 10 15 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 
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INPUT SET: S32130.raw 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/027, 777B 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Asn Ser Phe Arg Tyr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1..15 

(D) OTHER INFORMATION : /note= "Xaa chain is an amino acid 
chain of 0 - 15 amino acids," 

(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 33. ,37 

(D) OTHER INFORMATION: /note= "Xaa chain is an amino acid 
chain of 0 - 5 amino acids . " 

(ix) FEATURE: 

(A) NAME /KEY : Cross-links 

(B) LOCATION: 16.. 32 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys 
15 10 15 

Phe Gly Gly Arg Met Asp Arg lie Gly Ala Gin Ser Gly Leu Gly Cys 
20 25 30 

Xaa Xaa Xaa Xaa Xaa 
35 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 
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TIME: 12:17:24 
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INPUT SET: S32130.raw 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/027J77B 



(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Cross-links 

(B) LOCATION: 11.. 27 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Thr Ala Pro Arg Ser Leu Arg Arg Ser Ser Cys Phe Gly Gly Arg Met 
15 10 15 

Asp Arg lie Gly Ala Gin Ser Gly Leu Gly Cys Asn Ser Phe Arg Tyr 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



DATE: 06/07/1999 
TIME: 12:17:24 



(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /product^ "Modified by a Boc protecting 
group and a tBu protecting group" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 4 

(D) OTHER INFORMATION: /note= "Modified by a tBu protecting 
group and a Pbf protecting group" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied- site 

(B) LOCATION: 7 

(D) OTHER INFORMATION: /note= "Modified by a Pbf protecting 

group" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied- site 

(B) LOCATION: 8 
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RAW SEQUENCE LISTING DATE: 06/07/1999 

PATENT APPLICATION US/09/027 \777B TIME: 12:17:25 

INPUT SET: S32130.raw 
(D) OTHER INFORMATION: /note= "Modified by a Pbf protecting 

group" 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 9 

(D) OTHER INFORMATION: /note= "Modified by a tBu protecting 

group" 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 10 

(D) OTHER INFORMATION: /note= "Modified by a tBu protecting 

group" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 11 

(D) OTHER INFORMATION: /note= "Modified by a Acm protecting 

group" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

Thr Ala Pro Arg Ser Leu Arg Arg Ser Ser Cys Phe Gly Gly 
15 10 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /product= "Modified by a Fmoc 
protecting group and a Pbf protecting group" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /product= "Modified by a OtBu 
protecting group" 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 4 



• * 



PAGE: 1 SEQUENCE VERIFICATION REPORT DATE: 06/07/1999 

PATENT APPLICATION US/09/027, 777B TIME: 12:17:25 

INPUT SET: S32130.raw 



Line Error Original Text 



